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Abstract In today's world, digitalization is spreading rapidly. This proliferation,
while making our lives easier on the one hand, also brings new challenges, such as the
analysis and processing of large amounts of digital data on the other. This is particularly
evident in the context of academic research. Academic research necessitates
sophisticated evaluation procedures.

In this context, it is known that research conducted on diseases should be evaluated
effectively. In conclusion, in this study, publications related to diseases were subjected
to text analysis methods and then transformed into a network structure that allows the
association of data with significant biomedical connections. It is aimed at examining the
complex network structure of two biomedical entities that have important connections,
such as therapeutic and causative.

In this case, it has been confirmed that the entity pairs obtained through manual search
methods are real connections. This study has successfully resolved the often time-
consuming manual search process for locating existing known biomedical entities.

osman.altuner@agu.edu.tr Additionally, through this method, there is potential to discover unknown or yet-to-be-
explored possible new relationships (therapeutic, causative, etc.) via multiple binary
0000-0002-8079-2137 connection patterns.

In conclusion, the combination of techniques such as graph analysis, knowledge
discovery, and text mining is leading to the discovery of potentially significant new
findings in biomedical research. It is thought that the study holds significant potential
for the development of new methods and approaches following these discoveries.
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Ozet Giiniimiiz diinyasinda dijitallesme hizla yayilmaktadir. Bu yayilma, bir yandan
hayatimiz1 kolaylastirirken diger yandan biiyiik miktarda dijital verinin analizi ve
islenmesi gibi yeni zorluklar1 da beraberinde getirmektedir. Bu durum o&zellikle
akademik aragtirmalar baglaminda belirgindir. Akademik arastirmalar, gelismis
degerlendirme siireclerine ihtiyag duymaktadir.

Bu baglamda, hastaliklar T{izerine yapilan arastirmalarm etkili bir sekilde
degerlendirilmesi gerektigi bilinmektedir. Bu ¢alismada, hastaliklarla ilgili yayinlar
metin analizi yontemlerine tabi tutulmus ve ardindan verilerin 6nemli biyomedikal
baglantilarla iliskilendirilmesini saglayan bir ag yapisina doniistiiriilmiistiir. Amag,
tedavi edici ve sebep verici gibi 6dnemli baglantilara sahip iki biyomedikal varligin
karmasik ag yapisini incelemektir. Bu durumda, manuel arama yontemleriyle elde edilen
varlik ikililerinin gercek baglantilar oldugu dogrulanmustir.

Bu c¢aligsma, mevcut bilinen biyomedikal varliklarin bulunmasinda siklikla zaman alan
Thesis Advisor manuel arama siirecini basariyla ¢ozmiistiir. Ayrica, bu yontem sayesinde birden fazla
ikili baglant1 Oriintiisii araciligryla bilinmeyen veya heniiz kesfedilmemis olas1 yeni
iliskilerin (tedavi edici, sebep verici vb.) kesfedilme potansiyeli bulunmaktadir.

Assoc. Prof. Burcu Sonug olarak, c¢izge analizi, bilgi kesfi ve metin madenciligi gibi tekniklerin bir araya
‘ . ." getirilmesi, biyomedikal arastirmalarda potansiyel olarak Onemli yeni sonuglarin
Bakir Gungor kesfedilmesine yol agmaktadir. Calismanin, bu kesifler sonrasi yeni yontem ve
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